
GGBN March 2018 Newsletter 

Introduction 

Formed in October 2011, the Global Genome Biodiversity Network (GGBN) is an international 

network of institutions that share an interest in long-term preservation of genomic samples repre-

senting the diversity of non-human life on Earth.  

 

GGBN provides a platform for biodiversity repositories from across the world to collaborate, ensure 

consistent quality standards for genomic collections, improve best practices for the preservation 

and use of such collections, and harmonize the exchange and use of material in accordance with 

national and international legislation and conventions.  

 

Highlights 
 In 2018, GGBN is prioritizing bringing member collections online through the GGI-GGBN 

Awards Program.  

 In 2017, 237,255 new records, 737 new families, 3,425 new genera and 7,820 new species 

were added to the GGBN Data Portal.  

 The GGBN Data Portal usage statistics have been implemented and are now available through 

the GGBN Sandbox. 

 The GGBN Frequently Asked Questions on access and benefit sharing was completed and 

made available through the GGBN website. 

 AIT Austrian Institute of Technology and Natural History Museum Vienna will host “GGBN 

2018” in Vienna, 22-25 May 2018.  

 Twelve new members joined last year. In 2018, 21 of GGBN’s 70 Members are Contributing 

Members.  
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GGBN COUNTS 

 70 Members 

 26 Countries 

 628,660 Records 

 3,010 Families 

 15,353 Genera 

 42,256 Species 

 

CONTACT US 

Smithsonian Institution NMNH 

GGBN Secretariat 

PO Box 37012, MRC 106 

Washington, DC 20013 

Phone: 202-633-2460 

Email: info@ggbn.org 

mailto:info@ggbn.org
http://www.ggbn.org/ggbn_portal/


Ole Seberg (NHM)/Denmark, Katharine Barker (NMNH)/United States 

 

We are pleased to share this past year’s news and accomplishments with you as the global community of biodiversity biobanks continues to 

grow and standardize how it manages its genetic collections. Since our last newsletter in March of 2017, GGBN membership has grown to in-

clude 70 members from across 26 countries. Many of our newest members were engaged through four workshops: a North American regional 

workshop hosted by the National Museum of Natural History in Washington, D.C., United States; an Asian regional workshop hosted by the 

Beijing Genomics Institute-China National GeneBank in Shenzhen, China; a South East Asian regional workshop hosted by the Biodiversity-

Based Economy Development Office (BEDO) held in Bangkok, Thailand; and a Brazilian regional workshop hosted by the São Paulo Research 

Foundation (FAPESP) held in São Paulo, Brazil. This Brazilian-based workshop was organized in collaboration with the Earth BioGenome Project, 

a global effort to sequence all life on Earth.  

Over the past year, GGBN has developed and released to its member community additional guidance materials on meeting the requirements of 

international policy on genetic resources, launched two user needs surveys to assess the resources GGBN provides to its user community, re-

leased its best practice recommendations for biodiversity biobanks through the 4th edition of the ISBER best practices, and held its first webinar 

on publishing genetic collections data through the Integrated Publishing Toolkit (IPT).  

To date a total of 628,660 samples are online representing over 42,000 species.  GGBN will continue to strategically target projects across its 

membership in 2018 in order to fill gaps in GGBN’s online collections and meet the need of the research community for genetic samples. 

Through GGBN’s newest awards program that provides funding for projects that support the discoverability of new genetic collections through 

the GGBN data portal, we anticipate the addition of over 2.397 million samples to the GGBN data portal by summer of 2018, representing 2,478 

families and 12,586 new genera.   

GGBN will be holding its next international conference in May of 2018 in Vienna, Austria, hosted by the Natural History Museum Vienna and 

Austrian Institute of Technology. An additional workshop on mobilizing genetic collections data will be held in Dunedin, New Zealand during 

the joint meeting between Society for the Preservation of Natural History Collections (SPNHC) 

and Biodiversity Information Standards (TDWG) this August.  We hope that you can join us 

and look forward to seeing many of you at these two events.  
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Ole Seberg (NHM) / Denmark 

Executive Committee Chair 

Katharine Barker (NMNH) / United States 

Program Manager, Secretariat 

VISION: A global network of well-

managed collections of genomic samples 

from across the Tree of Life, benefiting 

society through biodiversity research, 

development, and conservation.   

MISSION: To foster collaborations 

among biodiversity repositories in order 

to ensure quality standards, improve best 

practices, secure interoperability, and 

harmonize exchange of material in ac-

cordance with national and international 

legislation and conventions. 



GGBN 2018, the 3rd Conference 

of the Global Genome Biodiversity 

Network, will take place in Vienna, 

Austria from May 22 - 25, 2018.  

 

With the opening lecture by Sandy Knapp, NHM London, and the keynote by Mike Bruford, 

The Frozen Ark, we will touch the celebration of 25 years of the United Nations’ “International 

Day for Biological Diversity” on May 22nd. 

 

Sessions are • Biodiversity – current challenges, fu-

ture chances • Forest biological diversity – losses and 

gains • Why agricultural diversity matters • The hid-

den biodiversity • Amazing animals ex and in situ • 

Genebank management: sampling & preservation • 

Genebank management: data & analytics • ABS & 

Nagoya protocol. 

 

https://meetings.ggbn.org/conference/ggbn/2018/

index  

GGBN-GGI Awards Program 

We are happy to announce the 2018 GGBN-GGI Awards Program. The program provides 

funding for projects that support the discoverability of new genetic collections through the 

Global Genome Biodiversity Network's Data Portal. The submission deadline for proposals 

this year is 1 May 2018. The proposal review committee will consider requests for up to 

30,000 USD with clearly articulated budget justifications. All data from funded projects must 

be made available online on the GGBN Portal before 1 September 2019.   

 

http://wiki.ggbn.org/ggbn/Global_Genome_Biodiversity_Network-

Global_Genome_Initiative_Awards_Program 
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2018 Task Force Priorities 

 

 Work with Arctos and Specify 

data management system leads 

to enable the publication of data 

on the GGBN data portal 

 Identify new user requirements 

and expand data portal function-

ality 

 Provide best practices for docu-

mentation and citation of genetic 

samples 

 Expand focus on tissue and nu-

cleotide preservation studies 

 Improve and expand the biodi-

versity biobanking document 

library 

 Identify and document ways that 

biodiversity biobanks are tracing 

information on use of genetic 

material 

2018 Priorities 

 

https://meetings.ggbn.org/conference/ggbn/2018/index
https://meetings.ggbn.org/conference/ggbn/2018/index
http://wiki.ggbn.org/ggbn/Global_Genome_Biodiversity_Network-Global_Genome_Initiative_Awards_Program
http://wiki.ggbn.org/ggbn/Global_Genome_Biodiversity_Network-Global_Genome_Initiative_Awards_Program
https://meetings.ggbn.org/conference/ggbn/2018/index


Task Force Updates 
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Policies Task Force 
Mission: Support member organizations’ work on Access and Benefits Sharing 

 The GGBN FAQ on access and benefit sharing was completed and made available through the 

GGBN website and document library, http://wiki.ggbn.org/ggbn/

ABS_Fact_Sheet_and_Answers_to_Frequently_Asked_Questions. The document provides a focused 

introduction explaining the requirements of Nagoya and outlines available resources for guidance 

and implementation.  

 The task force continues to engage the Convention on Biological Diversity and follow discussion on 

the Nagoya Protocol on Access and Benefit Sharing in order to ensure that GGBN and its members 

can fulfill any obligations associated with this international treaty. As part of this effort, GGBN is 

participating in the Convention on Biological Diversity’s study on digital sequence information on 

genetic resources.  

 A survey was released to identify ways that members are tracing information on use of genetic mate-

rial.  Survey results will be presented at the GGBN 2018 conference, followed by an open discussion 

on how institutions are tracking the use of their collections. Results will be documented and distrib-

uted as a white paper.  

Data Standards Task Force 
Mission: Develop and expand a global data platform for aggregating relevant data sources 

of genomic samples, vouchers, molecular analysis, publications and images 

 The GGBN Data Portal user survey was released in January 2018.  Results will be ag-

gregated and new user requirements will be addressed.  

 The GGBN Data Portal usage statistics have been implemented and are now available 

through the GGBN Sandbox: http://sandbox.ggbn.org/ggbn_sandbox/usagestats/  

 Modifications of the GGBN data standards are underway for environmental DNA and 

environmental samples, along with HTS library samples. 

 Collaborations are in progress with sequencing portals to provide best practices for 

documentation and citation of samples and to make the GGBN data standard the glob-

al standard for implementing the Nagoya Protocol.  

http://wiki.ggbn.org/ggbn/ABS_Fact_Sheet_and_Answers_to_Frequently_Asked_Questions
http://wiki.ggbn.org/ggbn/ABS_Fact_Sheet_and_Answers_to_Frequently_Asked_Questions
http://sandbox.ggbn.org/ggbn_sandbox/usagestats/


Communications and Outreach Task Force 
Mission: Recruit new members and disseminate information to raise awareness of the importance of genomic sample information and 

biodiversity repositories  

 A series of workshops on linking DNA and tissue collections were held over the past year.  The first of these workshops was held in 

Washington, D.C., hosted by the National Museum of Natural History, Smithsonian Institution, with 69 participants from across the 

United States and Canada, resulting in a collaboration with Arctos and Specify museum software to implement the GGBN Data 

Standard.  A second workshop was held in Beijing, hosted by the Beijing Genomics Institute-China National GeneBank, with 60 par-

ticipants from across Asia.  A total of 52 organizations participated from 15 countries.  A third workshop was held in Bangkok, Thai-

land, organized by the Biodiversity-Based Economy Development Office (BEDO), with 100 participants from across South East Asia. 

 In collaboration with the Earth BioGenome Project, a global effort to sequence all life on Earth, and the São Paulo Research Founda-

tion (FAPESP), GGBN organized the Biodiversity and Biobank workshop in São Paulo Brazil, in August 2017.  The purpose of this 

workshop was to develop a national biodiversity biobanking strategy for Brazil and to emphasize the importance of GGBN for efforts 

like the Earth BioGenome Project. Three hundred participants attended the workshop from across Brazil.  

 In collaboration with the GGI-Gardens project organized by the Smithsonian’s Global Genome Initiative, GGBN participated in three 

GGI-Gardens workshops to build awareness of the GGI-Gardens project, which emphasizes the importance of GGBN as the archive 

for samples collected as part of the GGI-Gardens’ collecting efforts. Workshops to target GGI- Gardens collecting partners were held 

at the GGBN North American Workshop in Washington D.C. in April, the International Botanic Gardens Congress meeting in Geneva 

in June and the International Botanical Congress meeting in Shenzhen in July.  

 In 2017, GGBN, in collaboration with the Smithsonian’s Global Genome Initiative, launched the GGBN-GGI awards program. Last 

year’s program will result in the addition of 2.397 million samples to the GGBN data portal, representing 2,478 families and 12,586 

new genera.  These collections will be made discoverable by July of 2018.  The awards program resulted in the recruitment of seven 

new members. 2017 awardees include Biodiversity Research and Teaching Collections, Texas A&M/US; Centre for Biodiversity Ge-

nomics, University of Guelph/CA; Centro de Ornitología y Biodiversidad/PE; The Czech Academy of Sciences, Institute of Vertebrate 

Biology/CZ; the Museum of Southwestern Biology/US; and the African Centre for DNA Barcoding, University of Johannesburg/ZA. 

Abstracts from these projects can be found on GGBN’s website: http://wiki.ggbn.org/ggbn/Global_Genome_Biodiversity_Network-

Global_Genome_Initiative_Awards_Program 

 GGBN’s value for research was mentioned in one press release associated with the Earth Biogenome Project.   

 GGBN hosted its first webinar on publishing data using the IPT during iDigBio’s DarwinCore hour.  

 GGBN members represented GGBN at the following meetings:  

 CRB-ANIM meeting, Paris/France 

 Society for the Inaugural Digital Data in Biodiversity Meeting, Ann Arbor, MI/United States;  

 Preservation of Natural History Collections Meeting, Denver, CO/United States 

 United States Culture Collections Network Meeting, Washington, DC/United States 

 BioGenomics Meeting, Washington, DC/United States 

 International Barcode of Life Conference, Kruger NP/South Africa 

 ISBER Biospecimen Research Symposium/Luxembourg 
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https://www.earthbiogenome.org/
http://wiki.ggbn.org/ggbn/Global_Genome_Biodiversity_Network-Global_Genome_Initiative_Awards_Program
http://wiki.ggbn.org/ggbn/Global_Genome_Biodiversity_Network-Global_Genome_Initiative_Awards_Program
http://wiki.ggbn.org/ggbn/Testimonials
https://idigbio.adobeconnect.com/_a1130716096/pfvb99zx6nle/?launcher=false&fcsContent=true&pbMode=normal
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Document Library Task Force 
Mission: Development and expansion of an online knowledge exchange platform specific to biodiversity biobanking 

 GGBN Document Library survey was distributed in 2017.  Results were aggregated, and new functional requirements have been 

identified and are currently being addressed. 

 Category Managers are being sought to curate the Biobank Management, Curation Protocols-Microorganisms, and Regulation 

and Legislation (non-ABS/other) Categories. Curation of documents, including gap identification, continues. 

Biobank Procedures Task Force 
Mission: Improve standard operating procedures at biodiversity biobanks 

 GGBN’s amendments to the ISBER Best Practice Recommendations for Biodiversity Repositories 

were released as part of ISBER’s 4th edition of its Best Practices.  The publication is available 

through the ISBER website, http://www.isber.org/?page=BPR  

 A first preservation study is under way, focusing on preservation fluids for fixed animal tissues. 

Participating institutions include Zoological Research Museum A. Koenig; BGI-China National GeneBank; Charles University Prague; Muse-

um of Comparative Zoology, Harvard University; National Museum of Natural History, Smithsonian Institution; Natural History Museum 

London, and Cardiff University.  

 A second preservation study on stabilizers for RNA during room temperature shipments will be coordinated by BGI-China National Gene-

Bank. This project will start soon, but expressions of interest can still be issued during the upcoming GGBN conference in Vienna. 

 Candidates for further projects are currently being discussed – institutes or individuals wanting to get involved should join the task force 

meeting at the GGBN conference or email j.astrin@zfmk.de. 

Opportunities for involvement: 

 This year several Executive Committee positions will come available, including general seats and the chairs for the Policy and Communica-

tions task forces. A call for nominations will be forthcoming. 

 The Document Library task force is actively seeking dedicated and enthusiastic Category Managers to curate the following Categories 

within the Document Library: 

 Biobank Management (including Governance, Business Models, Health and Safety) 

 Curation Protocols-Microorganisms (including specimen and sample field collection, sample preparation, shipping, laboratory cura-

tion and storage methods) 

 Regulation and Legislation-non-ABS/Other (including CITES/ Shipping e.g. IATA regulations: Commercial Invoice/Shipping Invento-

ry/Import-Export documentation /Other regulations and tools) 

Interested individuals should email library@ggbn.org for additional information. 

http://www.isber.org/?page=BPR
mailto:j.astrin@zfmk.de
mailto:library@ggbn.org


 

Collections Highlights 
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As of March, 2018 a total of 458,432 DNA and tissue samples, 18 environmental samples,  24,629 

cultures and 139,474 voucher specimens representing 3,010 families, 15,353 genera and 42,256 

species are being made discoverable through GGBN (Figures 1-3) by 19 collections (Figure 4, Page 8). 

In 2017 237,255 new records, 737 new families, 3,425 new genera and 7,820 new species were added 

to the GGBN Data Portal.  

Figure 1. The total number of known families discov-

erable through GGBN’s Data Portal (3,010) as com-

pared to the total, estimated, number of known fami-

lies (8,856 based on known numbers from the Cata-

logue of Life, last verified in August 2017). 

Figure 2. The total number of known genera dis-

coverable through GGBN’s Data Portal (15,353) as 

compared to the total, estimated, number of gene-

ra(148,938 based on known numbers from the 

Catalogue of Life, last verified in August 2017). 

Figure 3. The total number of known species dis-

coverable through GGBN’s Data Portal (42,256) 

as compared to the total, estimated, number of 

species (about 2M). 
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Contributing Members 

Austrian Institute of Technology/Austria, Beijing Genomics Institute-

China National GeneBank/China, Botanic Garden and Botanical Muse-

um, Berlin-Dahlem/Germany, Charles University/Czech Republic, Denver Botanic Gardens/United States, Institute of Vertebrate 

Biology, The Czech Academy of Sciences/Czech Republic, Leibniz Institute DSMZ/Germany, Museo de Zoología, QCAZ/Ecuador, 

Museum für Naturkunde/Germany, National Museum, Prague/Czech Republic, Natural History Museum Hungary/Hungary, Natu-

ral History Museum Denmark/Denmark, Natural History Museum London/United Kingdom, Natural History Museum of Oslo/

Norway, National Museum of Natural History, Smithsonian/United States, New York Botanical Garden/United States, Ocean Ge-

nome Legacy/United States, Royal Botanic Gardens Kew/United Kingdom, Senckenberg Frankfurt/Germany, Zoological Research 

Museum Alexander Koenig/Germany, National Zoological Gardens of South Africa/South Africa 

Membership Update 

New Members 
Since March 2017, twelve new members have joined GGBN. 

These include: 1) National Museum, Prague/Czech Republic, 2) 

Randers Regnskov/Tropical Zoo/Denmark, 3) Missouri Botani-

cal Garden/United States, 4) China Biodiversity Conservation 

and Green Development Foundation/China, 5) University of 

Alaska Museum of the North/United States, 6) University of 

California, Berkeley, Museum of Vertebrate Zoology/United 

States, 7) African Centre for DNA Barcoding, University of Jo-

hannesburg/South Africa, 8) Centro de Ornitología y Biodiver-

sidad/Peru, 9) University of Kansas Biodiversity Institute/

United States, 10) Finnish Museum of Natural History/Finland, 

11) Centre for Biodiversity Genomics/Canada and 12) Biodi-

versity Research and Teaching Collections, Texas A&M Univer-

sity/United States. As of March 2018 there are 70 member 

institutions.  For a complete list of GGBN members, see http://

www.ggbn.org/ggbn_portal/members/table  

Figure 4. GGBN member growth and associated collections discoverability 

from March 2011 to March 2018. Nineteen member collections are discov-

erable and 30 members are working toward online discoverability. 

http://www.ggbn.org/ggbn_portal/members/table
http://www.ggbn.org/ggbn_portal/members/table

